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Background: In recent years new technics and molecular genetic methods have
been offered for face and scull identification in legal and criminal cases which sim-
plify the assessment of individual characteristics like eye color, hair and skin. The
technology of face identification by DNA molecule, studies the effective molecular
markers in face and scull identification using the whole genome sequencing.

Materials and Methods: This article studies the identification of the size and
shape of face and scull using the imaging and molecular technology through scien-
tific journals on NCBI and the ones published at Elsevier and Nature during 2010
to 2017.

Findings: The research showed that using the Next Generation Sequencing Plat-
form machines, marks how POU2F3, OCA2, SLC24A4 and HERC?2 have signifi-
cant relationship with European and Asian population’s melanin that is responsible
for the hair and skin color. The research also showed that single-nucleotide poly-
morphism changes in EDAR, DSHS2, FGFR1, PAX3 and COL17A1 is related to
the morphology change and different people’s scull structure.

Conclusion: Discovering the effective genes that form the melanin and shape
of the face and scull will help us solve crimes using the biologic remains in crime
scenes.
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Facial measurements of the vertical plane:

Physlognomic facial height (tr-gn)

Forehead height (tr-n)
Nose height (n-sn)

Morphological face height (n-gn) (total face
height)

3

Facial measurements of the horizontal plane:

Lower face height (sn-gn)

Ear length (sa-sba)

Binocular width (ex-ex)
Maximum facial breadth (zy-zy)
Nose width (al-al)

Mouth width (ch-ch)

Mandible width (go-go)
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1. Single Nucleotide Polymorphisms

2. AIM INDEL: Ancestry Informative Marker (AIM), Insertion and Deletion (InDel)

3. DNA Databases
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1. Phenotypic Traits

2. Whole or Partial Genome Sequencing
3. Microarray

4. Polymorphisms

5. Methylation
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1 . Mutation

2. Deletion

3. Insertion

4. Down Syndrome

5. Apert Syndrome

6 . Edward Syndrome
7 . Nonan Syndrome
8. Fragile X Syndrome
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